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What is T3?
What is Breedbase?



 The Triticeae Toolbox is a centralized database for small
grains breeders (wheat, oat, barley)

https://wheat.triticeaetoolbox.org

https://barley.triticeaetoolbox.org

https://oat.triticeaetoolbox.org

« Combines accession information, phenotype trial data, and genotype
data from various sources

 Allow users to create custom datasets

* Provide summary and analytical tools


https://wheat.triticeaetoolbox.org/
https://barley.triticeaetoolbox.org/
https://oat.triticeaetoolbox.org/

The T3 Method
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A "comprehensive breeding management and analysis software”
Database, analytical tools, and website

Open-source (source on GitHub, run as a Docker image)
Developed by Lukas Mueller’s lab at Boyce Thompson Institute

Currently used by multiple crops: cassava, sweet potato, banana,
rice, Solanaceae crops

Gaining adoption by more breeding programs and crops



Digital Ecosystem

_ _ New Accessions,
 All breeding data can exist Location and/or Traits
from start to finish within
T3/Breedbase Export Data

\ Create Field
 T3/Breedbase aims at Trials
providing tools required for
data management for each
stage in a breeding cycle: Summarize Record
« Crossing Experiment & Analyze Observations
 Trial Design Tool
« Android Field Book
» Built-in Summary & / Store

_ Observations
Analysis Tools Genotype Data



T3 aims to make all of its data follow the FAIR principles:

Findable
Metadata and data should be easy to find
Accessible
Once a user finds the data, it should be easily accessible
Interoperable
Data should be integrated with other data
Reusable
Users should be able to combine data for new uses

Wilkinson, M., Dumontier, M., Aalbersberg, I. et al. The FAIR Guiding Principles for scientific data management and
stewardship. Sci Data 3, 160018 (2016). https://doi.org/10.1038/sdata.2016.18



Part 2:
Uploading Phenotypes

Upload Templates
Additional Resources



Uploading Phenotypes

General Workflow:
1. Create Upload Templates

2. Optional: Upload Templates to Sandbox
 Test the format of the files wheat-sandbox.triticeaetoolbox.org

e See how data is presented barley-sandbox.triticeaetoolbox.org
oat-sandbox.triticeaetoolbox.org

3. Submit the Templates
« Email directly to djw64@cornell.edu
* Phenotype Submission Form



mailto:djw64@cornell.edu

Uploading Phenotypes
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Submit Phenotype Data
Phenotype data can be submitted to T3/Wheat in two ways:
Templates Submitting files directly to us

- If you have upload templates that you think are properly formatted or data files that
are not formatted as upload templates, you can submit the files directly to use for

B I an k Te m p | at eS Below are blank upload templates inclusion in the production site by submitting them to us through the Phenotype

for each data type. Submission Form.

+ Have correct column headers oo

« Contain no data ! Tl g

Phenotype Observations (.xls)

Blank Upload Templates

Using the Sandbox

When using the sandbox, you create upload templates that contain the trial
information. Then, you upload those templates to the Sandbox to check for any
errors. When the trial has been successfully added you can use the Submit Trial
Below are example templates function to submit the trial directly to us for inclusion in the production site. Visit the
generated for demo wheat trials T3/Wheat Sandbox for more information.

Example Templates ey
templates are properly formatted.
« Have correct column headers o
. + Accessions (.xIs)
« Contain sample data from + Tl (x) Submit Genotype Data

Phenotype Observations (.xls)
WO rkS h O p Please Contact Us if you have genotype data you would like to submit to T3/Wheat.

Submission

Example Templates

Use the Phenotype Submission
Form to submit your data to the
curators for inclusion in T3/Wheat. User Guides

New to T3/Wheat?

View the comprehensive Documentation © Read Documentation
from the Breedbase team to learn about :
available features or watch the detailed B Watch Tutorials

P R T




Accession Template
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Abbreviated Accession Template:

accession_name
species_name
organization_name(s)
synonym(s)

notes(s)
accession_number(s)

purdy pedigree

Required fields

The unique name of the Accession
The name of the species

The names of the Breeding Program(s) that use the line
(comma-separated)

Additional names for the line (comma-separated).
Can include released variety names, experimental
identifiers, variations in spelling / punctuation

Additional comments about the line

Registered Accession numbers (from GRIN, etc)
(comma-separated)

The Purdy pedigree string

Ajax
IL16-143-3

Triticum aestivum
Triticum durum

Cornell University
University of lllinois

AJAX
IL16_143-3

Pl 1234
Cltr 5678

Female Parent/Male Parent
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SAMPLE_SAMNY_DJW 2022
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SAMPLE_SAMNY_DJW 2022
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SAMPLE_SAMNY_DJW 2022
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SAMPLE_SAMNY_DJW 2022
SAMPLE SAMN 2022
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Comell University | Trumanshurg, NY

Comell University | Trumanshurg, NY

Comell University | Trumanshurg, NY

Comell University | Trumanshurg, NY

Comell University | Trumanshurg, NY

Comell University | Trumanshurg, NY

Comell University | Trumansburg, NY - Field A

Comell University | Trumanshurg, NY - Field A

Comell University | Trumanshurg, NY - Field A

Comell University | Trumanshurg, NY - Field A

Comell University | Trumanshurg, NY - Field A

Comell University | Trumansburg, NY - Field A

Comell University | Trumanshurg, NY - Field A
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Comell University | Trumansburg, NY - Field A

Comell University | Trumanshurg, NY - Field A

Comell University | Trumanshurg, NY - Field A
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Comell University | Trumansburg, NY - Field A
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Comell University | Trumanshurg, NY - Field A

Comell University | Trumanshurg, NY - Field A

Comell University i

Comell University
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SAMPLE_EXANY_DJW 2022-PLOT_201
SAMPLE_EXANY_DJW 2022-PLOT_202
SAMPLE_EXANY_DJW 2022-PLOT_203
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SAMPLE_EXANY_DJW 2022-PLOT_205
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SAMPLE_EXANY_DJW 2022-PLOT_306
SAMPLE_EXANY_DJW 2022-PLOT_307
SAMPLE_EXANY_DJW 2022-PLOT_308
SAMPLE_EXANY_DJW 2022-PLOT_309
SAMPLE_EXANY_DJW 2022-PLOT_310
SAMPLE_SAMNY_DJW 2022-PLOT_101
SAMPLE_SAMNY_DJW 2022-PLOT_102
SAMPLE_SAMNY_DJW 2022-PLOT_103
SAMPLE_SAMNY_DJW 2022-PLOT_104
SAMPLE_SAMNY_DJW 2022-PLOT_105
SAMPLE_SAMNY_DJW 2022-PLOT_106
SAMPLE_SAMNY_DJW 2022-PLOT_107
SAMPLE_SAMNY_DJW 2022-PLOT_108
SAMPLE_SAMNY_DJW 2022-PLOT_109
SAMPLE_SAMNY_DJW 2022-PLOT_110
SAMPLE_SAMNY_DJW 2022-PLOT_201
SAMPLE_SAMNY_DJW 2022-PLOT_202
SAMPLE_SAMNY_DJW 2022-PLOT_203
SAMPLE_SAMNY_DJW 2022-PLOT_204
SAMPLE_SAMNY_DJW 2022-PLOT_205
SAMPLE_SAMNY_DJW 2022-PLOT_206
SAMPLE_SAMNY_DJW 2022-PLOT_207
SAMPLE_SAMNY_DJW 2022-PLOT_208
SAMPLE_SAMNY_DJW 2022-PLOT_209
SAMPLE_SAMNY_DJW 2022-PLOT_210
SAMPLE_SAMNY_DJW 2022-PLOT_301
SAMPLE_SAMNY_DJW 2022-PLOT_302
SAMPLE_SAMNY_DJW 2022-PLOT_303
SAMPLE_SAMNY_DJW 2022-PLOT_304
SAMPLE_SAMNY_DJW 2022-PLOT_305
SAMPLE_SAMNY_DJW 2022-PLOT_306
SAMPLE_SAMNY_DJW 2022-PLOT_307
SAMPLE_SAMNY_DJW 2022-PLOT_308

SAMPLE_SAMNY_DJW 2022-PLOT_308
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IL16_10427 105
DIWZ2-1004 106
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DIW22-1002 109
DIWZ2-1003 110
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IL16_10427 208
DIWZ2-1003 209
DIWZ2-1005 210
Ajax 301
DJW22-1005 302
DIWZ2-1001 303
DIWZ2-1004 304
DIW22-1000 305
DIWZ2-1006 306
IL16_10427 307
DIWZ2-1003 308
IL16-143-3 300
DIW22-1002 310
DIWZ2-1003 101
IL16_10427 102
Ajax 103
DJWZ2-1006 104
IL16-143-3 105
DIW22-1004 106
DIWZ2-1002 107
DIWZ2-1001 108
DIWZ2-1000 109
DIJWZ2-1005 110
DIWZ2-1005 201
DIWZ2-1006 202
DIWZ2-1000 203
DIW22-1004 204
IL16_10427 205
Ajax 206
DJWZ2-1003 207
DIWZ2-1002 208
IL16-143-3 209
DIWZ2-1001 210
Ajax 301
DJWZ2-1005 302
DIWZ2-1003 303
DIW22-1000 304
IL16_10427 305
DIWZ2-1006 306
IL16-143-3 307
DIWZ2-1004 308
DIW22-1002 300
DIWZ2-1001 310
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Each template can contain multiple trials
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1 |tial_name [=]breeding_progra[ ] location [=lvear [>]desig[={descriptior] = |tial_type [ ]plot_y{ > plot_k>qfield_{=]planting_[={harvest_ dE| plot_name [=]accession_{=1plot_ Ehbckﬂ is_a_{ »{rep_n[>A{ange[ > ron_n[>qcol_n[*qseedi{ ={num_{={weigh[=F
2 |SAMPLE_EXANY DJW 2022 |Comell Universty | Trumanshurg, NY 2022RCBD  [Sample trial @/phenatyping tral 20220506 (202220709 |SAMPLE_EXANY_DJW 2022-PLOT_101 DIW22-1006 1 1 1 1
3 |SAMPLE_EXANY DJW 2022 Comell University | Trumansburg, NY 2022 RCBD  |Sample tnal @ phenatyping_trial 20220506 20220719 |SAMPLE_EXANY_DJW 2022-PLOT_102 IL16-143-3 102 1 1 1 2
4 [SAMPLE_EXANY DJW 2022 |Comell Universty | Toumansburg, NY 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_103 DIW22-1005 103 1 1 1 3
C  |SAMPLE_EXANY DJW 2022 Comell Universty | Trumanshuig, NY 2022 RCBD | Sample trial @ phenatyping trial 20220506 20220719 |SAMPLE_EXANY DIW 2022-PLOT_104 DIW22-1001 104 1 1 1 4
6 |SAMPLE_EXANY DJW 2022 |Comell University | Toumansburg, NY 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_105 IL16_10427 105 1 1 1 5
7 |[SAMPLE_EXANY DJW 2022 |Comell University | Toumansburg, NY 2022 RCBD  |Sample trial @!phenatyping tral 20220506 20220719 |SAMPLE_EXANY DJW 2022-PLOT_106 DIW22-1004 106 1 1 1 6
8 |SAMPLE_EXANY DJW 2022 Comell University | Trumansburg, NY 2022 RCBD  |Sample tnal @ phenatyping trial 20220506 20220719 SAMPLE_EXANY_DJW 2022-PLOT_107 Ajax 107 1 1 1 7
O |[SAMPLE_EXANY DJW 2022 |Comell University | Toumansburg, NY 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_108 DJW22-1000 108 1 1 1 1 E
10 |SAMPLE_EXANY DJW 2022 Comell Universty | Trumanshurg, NY 2022RCBD |Sample trial @ phenatyping trial 20220506 20220719 |SAMPLE_EXANY DIW 2022-PLOT_109 DIW22-1002 109 1 1 1 9
11 |SAMPLE_EXANY DJW 2022 |Comell University | Trumanshurg, NY 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_110 DIW22-1003 110 1 1 1 10
12 |SAMPLE_EXANY DJW 2022 |Comell University | Trumanshurg, NY 2022 RCBD  |Sample trial @phenatyping tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_201 DIW22-1001 201 2 2 2 1
13 |SAMPLE_EXANY DJW 2022 Comell Universty | Trumanshug, NY 2022 RCBD | Sample trial @ phenatyping trial 20220506 20220719 |SAMPLE_EXANY DIW 2022-PLOT_202 DIW22-1002 202 2 2 2 z
14 |SAMPLE_EXANY DJW 2022 |Comell University | Trumanshurg, NY 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_203 DIW22-1006 203 2 2 2 3
15 |SAMPLE_EXANY DJW 2022 Comell Universty | Trumanshurg, NY 2022RCBD | Sample trial @ phenatyping trial 20220506 20220719 |SAMPLE_EXANY DIW 2022-PLOT 204 IL16-143-3 204 2 2 2 4
16 _|SAMPLE_EXANY_DJW 2022 |Comell University | Trumansburg, NY 2022 RCBD  |Sample tnal @ phenatyping trial 20220506 20220719 |SAMPLE_EXANY_DJW 2022-PLOT_205 DJW22-1000 205 2 1 2 2 5
17 |SAMPLE_EXANY DJW 2022 |Comell University | Trumanshurg, NY 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_206 Ajax 206 2 2 2 6
18 |SAMPLE_EXANY DJW 2022 Comel Universty | Trumanshug, NY 2022RCBD | Sample trial @/ phenatyping trial 20220506 20220719 |SAMPLE_EXANY DIW 2022-PLOT_207 DIW22-1004 207 2 2 2 7
19 |SAMPLE_EXANY DJW 2022 |Comell University | Trumanshurg, NY 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_208 IL16_10427 208 2 2 2 E
20 |SAMPLE_EXANY DIW 2022 |Comell University | Trumanshurg, NY 2022 RCBD  |Sample trial @phenatyping tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_209 DIW22-1003 208 2 2 2 a
51 |SAMPLE_EXANY DJW 2022 |Comell University | Trumansburg, NY 2022 RCBD |Sample trial @ phenatyping trial 20220506 20220719 |SAMPLE_EXANY DIW 2022-PLOT 210 DIW22-1005 210 2 2 2 10
57 |SAMPLE_EXANY DIW 2022 |Comell University | Trumanshurg, NY 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_301 Ajax 301 3 3 3 1
53 |SAMPLE_EXANY DJW 2022  ComellUniversity | Trumansburg, NY 2022RCBD | Sample trial @ phenatyping trial 20220506 20220719 SAMPLE_EXANY DIW 2022-PLOT 302 DIW22-1005 302 3 3 3 2
54 |SAMPLE_EXANY_DJW 2022 | Comell University | Trumansburg, NY 2022 RCBD  |Sample tnal @ phentyping tial 20220506 20220719 SAMPLE_EXANY_DJW 2022-PLOT_303 DIW22-1001 303 3 3 3 3
55 |SAMPLE_EXANY DIW 2022 |Comell University | Trumanshurg, NY 2022/RCBD | Sample tial @ phenotyping trial 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_304 DIW22-1004 304 3 3 3 4
56 |SAMPLE_EXANY DJW 2022  |Comell University | Trumansburg, NY 2022RCBD |Sample trial 20220506 20220719 |SAMPLE_EXANY DIW 2022-PLOT_305 DIW22-1000 305 3 1 3 3 5
57 |SAMPLE_EXANY DIW 2022 |Comell University | Trumanshurg, NY 2022 RCBD  |Sample tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_306 DIW22-1006 306 3 3 3 6
5§ |SAMPLE_EXANY DIW 2022  |Comell University | Trumanshurg, NY 2022 RCBD  |Sample tral 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_307 IL16_10427 307 3 3 3 7
59 |SAMPLE_EXANY DJW 2022 |Comell University | Trumansburg, NY 2022RGED |Sampke 20220506 20220719 |SAMPLE_EXANY DJW 2022-PLOT_308 DIW22-1003 308 3 3 3 ]
30 |SAMPLE_EXANY DIW 2022 |Comell University M&M- NY 2322 RCBD |52 20220506 20220719 SAMPLE_EXANY DJW 2022-PLOT_309 IL16-1433 308 3 3 3 a
31 |SAMPLE_EXANY DIW 2022 |Comell University 20220506 20220719 |SAMPLE_EXANY DIW 2022-PLOT_310 DIW22-1002 310 3 3 3 10
37 |SAMPLE_SAMNY_DJW 2022 Comell University [y e 20220506 20220719 |SAMPLE_SAMNY_DJW 2022-PLOT_101 DJW22-1003 101 1 1 1 1
33 |SAMPLE_SAMNY DJW 2022 |Comell University M&M- NY - Field A 20220506 20220719 SAMPLE_SAMNY_DIW 2022PLOT_102 IL16_10427 102 1 1 1 2
SAMPLE_SAMNY _DUW 2022 Comell University . NY - Field A 2:]22 Sampl= tri 20220506 202207-18 |SAMPLE_SAMNY 2022-PLOT_103 Ajax 103 1 1 1 3
34
35 |SAMPLE_SAMNY DJW 2022 |Comell University | Trumanshurg, NY - Field A 2022 RCBD  |Sample tral 20220506 20220719 SAMPLE_SAMNY_DIW 2022PLOT_104 DJW22-1006 104 1 1 1 4
36 |SAMPLE_SAMNY DJW 2022  |Comell University | Trumanshurg, NY - Field A 2022 RCBD  |Sample trial @!phenatyping tral 20220506 20220719 |SAMPLE_SAMNY_DIW 2022PLOT_105 IL16-1433 105 1 1 1 5
37 |SAMPLE_SAMNY DIW 2022 Comell University | Trumanshurg, NY - Fieid A 2022RCBD  |Sample trial @phenatyping trial 20220506 20220719 |SAMPLE_SAMNY DJW 2022-PLOT_106 DIW22-1004 106 1 1 1 &
3§ |SAMPLE_SAMNY DJW 2022 |Comell University | Trumanshurg, NY - Field A 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_SAMNY_DIW 2022PLOT_107 DIW22-1002 107 1 1 1 7
30 |SAMPLE_SAMNY DJW 2022 Comell Universty | Trumansburg, NY - Fiekd A 2022RCBD | Sample trial @ phenatyping trial 20220506 20220719 |SAMPLE_SAMNY DJW 2022-PLOT_108 DIW22-1001 108 1 1 1 ]
40 |SAMPLE_SAMNY DJW 2022 Comell University | Trymansburg, NY - Fiekd A 2022 RCBD  |Sample tnal @ phenatyping_trial 20220506 20220719 |SAMPLE_SAMNY_DJW 2022-PLOT_109 DJW22-1000 109 1 1 1 1 a
41 |SAMPLE_SAMNY DJW 2022 |Comell University | Trumanshurg, NY - Field A 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_SAMNY_DIW 2022PLOT_110 DIW22-1005 110 1 1 1 10
SAMPLE_SAMNY _DUW 2022 Comell University 5 . NY - Field A 2022 Sample trial e ing_trial 20220506 202207-18 |SAMPLE_SAMNY 2022-PLOT_201 DJWZ22-1005 201 2 2 2 1
42
43 |SAMPLE_SAMNY DJW 2022 |Comell University | Trumanshurg, NY - Field A 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_SAMNY_DIW 2022PLOT 202 DIW22-1006 202 2 2 2 2
44 |SAMPLE_SAMNY DJW 2022 |Comell University | Trumanshurg, NY - Field A 2022 RCBD  |Sample trial @!phenatyping tral 20220506 20220719 |SAMPLE_SAMNY_DIW 2022PLOT 203 DIW22-1000 203 2 1 2 2 3
SAMPLE_SAMNY DJW 2022 Comell University 5 . NY - Field A 2022 Sample tri £ ing_trial 20220506 |202207-19 |SAMPLE_SAMNY 2022-PLOT_204 DJW22-1004 204 2 2 2 4
45
46 |SAMPLE_SAMNY DJW 2022 |Comell University | Trumanshurg, NY - Field A 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_SAMNY_DIW 2022.PLOT 205 IL16_10427 205 2 2 2 5
47 |SAMPLE_SAMNY DJW 2022 |Comell Universty | Trumanshurg, NY - Fiekd A 2022RCBD |Sample trial @ phenatyping trial 20220506 20220719 |SAMPLE_SAMNY DJW 2022-PLOT_206 Ajax 206 2 2 2 &
48 |SAMPLE_SAMNY DJW 2022 Comell University | Trymansburg, NY - Fiekd A 2022 RCBD  |Sample tnal @ phenatyping_trial 20220506 20220719 |SAMPLE_SAMNY_DJW 2022-PLOT_207 DJW22-1003 207 2 2 2 7
40 |SAMPLE_SAMNY DJW 2022 |Comell University | Trumanshurg, NY - Field A 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_SAMNY_DIW 2022.PLOT_208 DIW22-1002 208 2 2 2 E
50 |SAMPLE_SAMNY DJW 2022 |Comell University NY - Fiekd A 2022 RCBD | Sample trial @ phenatyping trial 20220506 20220719 |SAMPLE_SAMNY _DJW 2022-PLOT_209 IL16-143-3 209 2 2 2 ]
51 |SAMPLE_SAMNY DJW 2022 |Comell University | Trumanshurg, NY - Field A 2022 RCBD  |Sample trial @ phenatyping tral 20220506 20220719 SAMPLE_SAMNY_DIW 2022-PLOT 210 DIW22-1001 210 2 2 2 10
57 |SAMPLE_SAMNY DJW 2022 |Comel University | Trumanshurg, NY - Field A 2022/RCBD |Sample tial @ phenotyping trial 20220506 20220719 |SAMPLE_SAMNY_DIW 2022-PLOT 301 Ajax 301 3 3 3 1
53 |SAMPLE_SAMNY DJW 2022 Comell University | Trymansburg, NY - Fiekd A 2022RCBD  |Sample tral 20220506 20220719 |SAMPLE_SAMNY_DJW 2022-PLOT_302 DJW22-1005 302 3 3 3 2
T4 |SAMPLE_SAMNY DJW 2022 |Comell University | Trumanshurg, NY - Field A 2022 RCBD  |Sample tr 20220506 20220719 SAMPLE_SAMNY_DIW 2022PLOT 303 DIW22-1003 303 3 3 3 3
£ |SAMPLE_SAMNY DJW 2022 |Comell Universty | Trumansburg, NY - Fiekd A 2022RCBD | Sample tri 20220506 20220719 |SAMPLE_SAMNY DJW 2022-PLOT_304 DIW22-1000 304 3 1 3 3 1
56 |SAMPLE_SAMNY DJW 2022 |Comell University | Trumanshurg, NY - Field A 2022 RCBD  |Sample tr 20220506 20220719 SAMPLE_SAMNY_DIW 2022-PLOT_305 IL16_10427 305 3 3 3 5
57 |SAMPLE_SAMNY DJW 2022 |Comell University | Trumanshurg, NY - Field A 2022[RCBD | Sample trial 20220506 20220719 SAMPLE_SAMNY_DIW 2022.PLOT_306 DIW22-1006 306 3 3 3 &
SAMPLE_SAMNY DJW 2022 |Comell University -Fiekd A 2022 RCED 20220506 20220719 |SAMPLE_SAMNY _DJW 2022-PLOT_307 IL16-143-3 307 3 3 3 7
SAMPLE_SAMNY_DJW 2022 |Comell University ~Field A 2022 RCBD |Sample tral 20220506 20220719 SAMPLE_SAMNY_DIW 2022-PLOT_308 DIW22-1004 308 3 3 3 E
SAMPLE_SAMNY DJW 2022 | Comell University NY - Fiekl A 2022RCED  Sample tl 20220506 20220719 |SAMPLE_SAMNY DIW 2022-PLOT_309 DIW22-1002 309 3 3 3 ]
SAMPLE SAMNY DJW 2022 Comell Universi R - Field A 2022 /R Sample trial o i i3 20230506 120220719 ISAMPLE SAMNY DJW 2022 PLOT 310 DJW22-1001 310 3 3 3 10

The template contains trial-level metadata (trial name, location, design type, planting date, etc)



Trial Template

|_name [+]
SAMPLE_EXANY_DJW 2022 Comell University ) ing_tri 20220506
SAMPLE_EXANY DJW 2022 ‘Comell University A i i i 20220506 202207-19
SAMPLE_CXANY_DJW 2022 |Comell University , 20220506 |2022-07-19
SAMPLE_EXANY DUW 2022 ‘Comell University A i 2022405406 |2022407-19
SAMPLE_CXANY_DJW 2022 |Comell University , 20220506 |2022-07-19
SAMPLE_EXANY DJW 2022 Comell University A i 20220506 202207-19
SAMPLE_EXANY DJW 2022 ‘Comell University A i i i 20220506 202207-19
SAMPLE_EXANY DJW 2022 Comell University A i i i 20220506 202207-19
SAMPLE_EXANY DJW 2022 Comell University A i i i 20220506 2022407-19
SAMPLE_EXANY DJW 2022 ‘Comell University A i i i 20220506 202207-19
SAMPLE_EXANY DJW 2022 Comell University A i i i 20220506 202207-19
SAMPLE_EXANY DUW 2022 ‘Comell University A i i i 2022405406 |2022407-19
SAMPLE_EXANY DJW 2022 Comell University A i i i 20220506 202207-19
SAMPLE_EXANY DJW 2022 Comell University A i i i 20220506 [2022407-19
SAMPLE_EXANY DJW 2022 ‘Comell University A i i i 20220506 202207-19
SAMPLE_CXANY_DJW 2022 |Comell University , 20220506 |2022-07-19
SAMPLE_EXANY DUW 2022 Comell University A i 20220506 |2022407-19
SAMPLE_CXANY _DJW 2022 |Comell University , 20220506 |2022-07-19
SAMPLE_EXANY DJW 2022 Comell University A i 20220506 202207-19
SAMPLE_EXANY DJW 2022 ‘Comell University A i i i 20220506 2022407-19
SAMPLE_EXANY DJW 2022 Comell University A i i i 20220506 202207-19
SAMPLE_EXANY DJW 2022 Comell University A i i i 20220506 [2022407-19
SAMPLE_EXANY DJW 2022 ‘Comell University A i i i 20220506 202207-19
SAMPLE_EXANY DJW 2022 Comell University A i i i 20220506 202207-19
SAMPLE_EXANY DUW 2022 Comell University A i i i 20220506 |2022407-19
SAMPLE_EXANY DJW 2022 Comell University A i i i 20220506 202207-19
SAMPLE_CXANY_DJW 2022 | Comell University , 20220506 |2022-07-19
SAMPLE_EXANY DJW 2022 ‘Comell University A i 20220506 2022407-19
SAMPLE_CXANY_DJW 2022 |Comell University , 20220506 |2022-07-19
SAMPLE_EXANY DJW 2022 Comell University A i 20220506 |202207-19
SAMPLE_SAMNY_DIW 2022 |Comell University , i ing_tri 20220506 |202207-19 PI Ot-l evel m etad ata
SAMPLE_SAMNY_DJW 2022 |Comell University , : ing_tri 20220506 |2022-07-19
SAMPLE_SAMNY _DJW 2022 | Comell University , i ing_tri 20220506 |202207-19
SAMPLE_SAMNY_DJW 2022 |Comell University , : ing_tri 20220506 |2022-07-19
SAMPLE_SAMNY_DJW 2022 |Comell University NY - : ing_tri 20220506 |2022-07-19
SAMPLE_SAMNY_DJW 2022 | Comell University , i ing_tri 20220506 [202207-19
SAMPLE_SAMNY_DJW 2022 |Comell University NY - : ing_tri 20220506 |2022-07-19
SAMPLE_SAMNY DUW 2022 Comell University , i ing_tri 20220506 |202207-19
SAMPLE_SAMNY_DJW 2022 | Comell University ,NY - i ing_tri 20220506 [202207-19
SAMPLE_SAMNY_DIJW 2022 |Comell University NY - 20220506 |2022-07-19
SAMPLE_SAMNY _DJW 2022 | Comell University , i 20220506 |202207-19
SAMPLE_SAMNY_DJW 2022 |Comell University NY - 20220506 |2022-07-19
SAMPLE_SAMNY_DJW 2022 |Comell University , : 20220506 |2022-07-19
SAMPLE_SAMNY_DJW 2022 | Comell University , i ing_tri 20220506 [202207-19
SAMPLE_SAMNY_DJW 2022 |Comell University , : ing_tri 20220506 |2022-07-19
SAMPLE_SAMNY _DJW 2022 Comell University i ing_tri 20220506 |202207-19
SAMPLE_SAMNY_DJW 2022 | Comell University i ing_tri 20220506 [202207-19
SAMPLE_SAMNY_DIJW 2022 |Comell University : ing_tri 20220506 |2022-07-19
SAMPLE_SAMNY_DJW 2022 | Comell University , i ing_tri 202240506 [2022407-19
SAMPLE_SAMNY_DJW 2022 |Comell University NY - : ing_tri 20220506 |2022-07-19
SAMPLE_SAMNY_DJW 2022 |Comell University NY - 20220506 |2022-07-19
SAMPLE_SAMNY. DJW 2022 | Comell University NY - i 20220506 [202207-19
SAMPLE_SAMNY_DJW 2022 |Comell University NY - 20220506 |2022-07-19
SAMPLE_SAMNY DJW 2022 Comell University | Trumanshurg, NY - Field A i 20220506 |202207-19
65 |SAMPLE_SAMNY DIJW 2022 Comell University  Tnumanshurg, NY - Field A 20220506 |2022-07-19
SAMPLE_SAMNY_DIJW 2022 Comell University | Tnumanshurg, NY - Field A Sample trial @ phenatyping _trial 20220506 |2022-07-19
R |SAMPLE_SAMNY CUW 2022 Comell Universiy | Trumanshurg, NY - Field A Sample trial @ phenotyping _trial 202240506 [2022407-19
9 |SAMPLE_SAMNY DJW 2022 Comel Universiy | Trumanshurg, NY - Field A Sample trial @ phenatyping _trial 20220506 |2022-07-19
0 |SAMPLE_SAMNY DJW 2022  Comell University  Trumanshurg, NY - Field A Sample trial @ phenatyping trial 20220506 [2022-07-19
SAMPLE SAMNY DIW 2022 Comell Universi manshurg, NY - Field A 2022 RCED Sample trial @ phenotvping trial 20220506 2022.07-19

The template contains plot-level metadata (Plot name, accession, row / col positions, etc)




Trial Template
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Trial-level metadata (repeated for each plot in the trial)

trial_name
breeding_program

location
year
design_type
description

plot_width
plot_length
planting_date
harvest_date

Required fields

The unique name of the Trial

The name of the Breeding Program that performed the

Trial

The name of the Trial’s location (must exist in the DB)
The harvest year of the Trial

The abbreviation of the experimental design
Additional text about the Trial

The width of a plot (in m)
The length of a plot (in m)
The date of planting

The date of harvest

CUMaster 2021 Snyder
Cornell University

Ithaca, NY

2022

RCBD, MAD, p-rep, etc
Advanced Yield Trial, very dry
spring

1

1

2022-05-01

2022-07-19



Trial Template

Plot-level metadata (different for each plot in the trial)

plot_name The unique name of the Plot CUMaster 2021 Snyder-PLOT101
Must be unique across ALL trials in the database

accession_name The name of the Accession in the Plot Ajax
plot_number The plot number of the Plot within the Trial 101

block _number The block number of the Plot within the Trial 1

rep_number The replicate number of the Plot within the Trial 1

row_number The row position of the Plot 1

col_number The column position of the Plot 1

seedlot name The name of the Seedlot where seed for the Plot Ajax-2022-SL1

came from
num_seed per plot The count of seed taken from the Seedlot and 250

planted in the Plot

weight_gram_seed  The weight (in grams) of the seed taken from the 50
per_plot Seedlot and planted in the Plot



Observations Template

Each row is a plot
Each column is a trait
Multiple trials can share the same template

observationunit_name The name of the Plot from the trial template CUMaster 2021 Snyder-PLOT101

{TRAIT_NAME}{TRAIT_ID} The column header is the trait name and 7906.3422
trait id separated by a vertical pipe
character -- |

The values are the trait values for each plot

Missing observations should be left blank

...more lraits... Add an additional column for each trait you
want to upload...

Required fields



Observations Template

Each row is a plot
Each column is a trait
Multiple trials can share the same template

observationunit_name The name of the Plot from the trial template CUMaster 2021 Snyder-PLOT101

{TRAIT_NAME}{TRAIT_ID} The column header is the trait name and 7906.3422
trait id separated by a vertical pipe
character -- |

The values are the trait values for each plot

Missing observations should be left blank

...more lraits... Add an additional column for each trait you

want to upload...

These can be found from the
Search > Traits page

Required fields




Example Template:

S Y
_\Dmmﬂmmhmm—x

A

observationunit_name

CUMaster 2021 _Snyder-PLOT101
CUMaster_2021_Snyder-PLOT102
CUMaster 2021 _Snyder-PLOT103
CUMaster_2021_Snyder-PLOT104
CUMaster 2021 _Snyder-PLOT105
CUMaster_2021_Snyder-PLOT106
CUMaster 2021 _Snyder-PLOT107
CUMaster_2021_Snyder-PLOT108
CUMaster 2021 _Snyder-PLOT109
CUMaster 2021 _Snyder-PLOT110

Grain yield - kg/ha|CO_321:0001218 Plant height - cm|CO_321:0001301

7906.342221
6705.001181
6027.165311
3269.901347
4176.461344
5868.602177
2988.553619
1210.94745

2967.699851
9410.667473

80.98518516
173.6942365
365.2943156
192.4721788
136.5286419
77.04386138
67.19944176
23.81049032
107.3495368
90.72844769

C




Template Upload (Optional)

&

< C

https://wheat-sandbox.triticeaetoolbox.org

Test load templates to Sandbox

Search Analyze

T3/Wheat

Manage

Go to Sandbox database: E:dgm)(dll et
https://wheat-sandbox.triticeaetoolbox.org secd Los y -
https://barley-sandbox.triticeaetoolbox.org
https://oat-sandbox.triticeaetoolbox.org —

Blank Upload Templates

Below are blank upload templates for
each data type.

« Locations ( xls)

« Accessions (.xls)

« Pedigrees (.xt)

« Trials (.xls)

« Phenotype Observations (xls)

Guided Workflow:
Step-by-step instructions on
how to upload each data type

Sample Templates

Generate a set of sample templates for
new accessions, locations, trials, and
i ese templates

Detailed Upload Instructions:

formatted tem

° Slngle page Of upload :Eepg;t;csoi?loadingeach data type to
instructions for each data type . Generte your st samp
 More information about the o o o e

. template for each data type
template requirements
Example Templates

Below are example templates -

Maps

ﬁ_

A ]

A0 s

SANDBOX SITE - Data added to this site will be pericdically cleared

== CeE -

About

You must first log in to view the lists of expenments...

Submit Phenotype Data
To submit phenctype data to T3/\Wheat follow these three general steps:
Step 1: Create Upload Templates

Data submitted to T3/Wheat should be in the format of the upload template for the data type
you are submitting. View the detailed upload instructions for specific information on each data

type.
Step 2: Add Data to Sandbox

Once you have your upload templates, you can test-load them on this Sandbox site to check
for any errars.

Step 3: Submit Trial Data

If your trial data has been successfully added to the Sandbox you can submit your trials directly
to the production site by clicking the Submit Trial button on the trial detail page.

If your data has not been added to the Sandbox or if you would prefer to submit your files
directly to the production site, you can submit your individual upload templates or data files to
us using the Phenotype Submission Form.

= Guided Workflow €© Detailed Upload Instructions

Submit Genotype Data

Please Contact Us if you have genotype data you would like to submit to T3/Wheat.

User Guides

Mot T2AAMhoat?



https://wheat-sandbox.triticeaetoolbox.org/
https://barley-sandbox.triticeaetoolbox.org/
https://oat-sandbox.triticeaetoolbox.org/

Template Upload (Optional)

Test load templates to Sandbox

Go to Sandbox database:
https://wheat-sandbox.triticeaetoolbox.org

https://barley-sandbox.triticeaetoolbox.org

https://oat-sandbox.triticeaetoolbox.org

About > Field Trial Tutorial
« 2020 Workshop on Uploading Trials
* Includes sample data
» Video recordings going through
each step

< - O &) https://wheat-sandbox.triticeaetoolbox.org

SANDBOX SITE - Data added to this site will be periodically cleared

T3/Wheat  Search Manage  Analyze
SANDBOX

Manage (contact us to use these
features)

Mixed Model analysis

Seed Lots

Crosses

Templates

nk upload templates for
each data type.

« Locations (.xls)

« Accessions (.xls)

« Pedigrees (.ixt)

« Trials (.xls)

« Phenotype Observations (.xls)

Sample Templates

Generate a set of sample templates for
new accessions, locations, trials, and
trait observations. These templates
contain all new data in properly
formatted templates that can be used
to practice uploading each data type to
the sandbox.

1. Generate your set of sample
templates

2. Follow the Guided Phenotype
Upload Workflow to upload the
template for each data type

Example Templates

Below are example templates

Maps  About © Contact Us 4 Register | & Login Q

Youm  About 2riments...
How to Cite T3/Wheat
Content Status
Genotype Protocol description

Breedbase Manual
Video Tutorials

Field Book App yw these three general steps:

Field Trial Tutorial
Generate Sample Templates

1e format of the upload template for the data type

yduar Contact Us d instructions for specific information on each data

type.
Step 2: Add Data to Sandbox

Once you have your upload templates, you can test-load them on this Sandbox site to check
for any errors.

Step 3: Submit Trial Data

If your trial data has been successfully added to the Sandbox you can submit your trials directly
to the production site by clicking the Submit Trial button on the trial detail page.

If your data has not been added fo the Sandbox or if you would prefer to submit your files
directly to the production site, you can submit your individual upload templates or data files to
us using the Phenotype Submission Form.

= Guided Workflow

@ Detailed Upload Instructions

Submit Genotype Data

Please Contact Us if you have genotype data you would like to submit to T3/Wheat.

User Guides

Mot T2AAMhoat?



https://wheat-sandbox.triticeaetoolbox.org/
https://barley-sandbox.triticeaetoolbox.org/
https://oat-sandbox.triticeaetoolbox.org/

Template Submission

_

&~ O ) https;//wheat.triticeaetoolbox.org

Send us templates without uploading
them first

Exome capture Watkins
WheatCAP Regulatory
GBS KSU 2020

Go to Production database:

- Site update
https://wheat.triticeaetoolbox.orq Mp

Population Structure (PCA)
Clustering (k-means)

https://barley.triticeaetoolbox.org
https://oat.triticeaetoolbox.org ooy age fcontactus fo use these

Mixed Model analysis
Seed Lots
Crosses

emplates

Blank Upload Templates

Phenotype Submission Form
» Upload templates via website
« We’ll check for errors / issues /
duplicates
« We'll upload to the database

Below are blank upload templates for
each data type.

« Locations (.xls)

« Accessions ( xls)

« Pedigrees (.xt)

« Trials (.xls)

« Phenotype Observations (.xls)

Example Templates

Below are example templates
generated for demo wheat trials from a
2020 workshop. You can use these
files to see how the templates are
properly formatted.

« Locations (.xls)

« Accessions (.xls)

« Trials (.xls)

« Phenotype Observations (.xls)

T3/Wheat Search Manage Analyze Maps About Vad

N G @

© Contact Us 2 dwaring87 | ElLists  ElDatasets x3 Q

Explore Experiments in the Search Wizard:

—- Select an Experiment to Explore -—- v

Submit Phenotype Data
Phenotype data can be submitted to T3/Wheat in two ways:
Submitting files directly to us

If you have upload templates that you think are properly formatted or data files that are not
formatted as upload templates, you can submit the files directly to use for inclusion in the
production site by submitting them to us through the Phenotype Submission Form.

~n

Phenotype Submission Form

Using the Sandbox

When using the sandbox, you create upload templates that contain the trial information. Then,
you upload those templates to the Sandbox to check for any errors. When the trial has been
successfully added you can use the Submit Trial function to submit the trial directly to us for
inclusion in the production site. Visit the T3/Wheat Sandbox for more information.

O Visit the T3/Wheat Sandbox

Submit Genotype Data

Please Contact Us if you have genotype data you would like to submit to T3/Wheat.

User Guides

New to T3/Wheat?
View the comprehensive Documentation from the

i © Read Documentation
Breedbase team to leamn about available features or -



https://wheat.triticeaetoolbox.org/
https://barley-sandbox.triticeaetoolbox.org/
https://oat-sandbox.triticeaetoolbox.org/

Part 3:
Advanced Features

Search Wizard
Seedlots
Barcodes



Search Wizard

Menu: Search > Wizard

Traits e

* Filter data on 1-4 dimensions

fhb

« Combine data from different
sources

Select All WIFFER Clear

FHB incidence - 0-9 percent: ~
FHB ISK index - %|C0O_321:(
FHB plant response - 1-9 re=

FHB severity - %|CO_321-0C

« Subset data (by location,
trait, accession, etc)

FHB severity - Greenhouse - ¥
< >

* Download SeIeCted FHB incidence - %|CO_321:00
phenotype data

« Download related genotype
data (for selected < >
accessions) S

Match

Add

Add to List... |~

®1 DEMO: Search Wizard

Create New List

Search Wizard
Don't see your data?
Locations e Trials e
IL Search
Select Al geIE¥M Clear Select All JsElliEN Clear

Clarksville, MD
Evansville, IN
Fayetteville, AR

Merrill, Ml

Champaign, IL

Highland_ IL

Urbana, IL
Match NS ALL

Add to List... |v

Create New List

Create

Add

Add to List... |v

Create New List

ESTADV_2001_Urbana
ESTADV_2002_Urbana
5STADV_2003_Urbana
ESTADV 2004 Urbana

ESTADV_2005_Urbana

Match [ ALL

Add

Refresh Lists

Update Wizard

| Accessions

V |

Search

Select Al Clear

011007A1-14

011007A1-14-2

011007A1-14-44

011010A1-15

011034A1-3




Search Wizard

Accessions w Select Column Type w Select Column Type ~ Select Column Type w . . .
Saving & Sharing Selections
IL19 Search Search Search
Select Al Clear Select All [{0R Clear Select Al [R0R Clear Select All [O0R Clear Lists:
Saved items of a single data
type
Datasets:
Saved items from multiple
IL19-1020 -
data types
IL19-10243
IL19-10849
IL19-10856
1L19-10904 .

Match ALL

Add to List... w

@u - Create a list of lllinois Accessions from 2019




Search Wizar

Traits w Locations - Trials w Select Column Type v
Search Search Search Search . . .
Saving & Sharing Selections
Select All BLEEYS Clear Select All RI2A0N Clear Select All WENEN Clear Select All WUN Clear
Aboveground biomass at matu ~ + Aberdeen, ID - Lists:
Aboveground biomass at matu + Aherdeen, SD S . .
aved items of a single data

Aboveground biomass - g|CO_ Agar, SD g
Agronemic Merit - 1-9 Agronen Akron, CO type
‘_ Aramamais Alarid 1 0 I'\.nrr\.ru;n M A”iance: NE

Belleville, IL 5STADV_2001_Brownstown | * Datasets:
Brownstown, IL 55TADV 2002 Brownstown SaVEd ItemS from mu It'ple

Carmi, IL 5STADV_2004_Brownstown data type S
Champaign, IL 5STADV_2005_Brownstown

Grain yield - kg/halCO_321:0001:
Plant height - cm|CO_321:00013C

BEERR BERRER
4

5STADV_2006_Brownstown

Match ALL Match ALL Match ALL

Add to List... w m Add to List... w m Add to List... w Add
IL 2019 Lines Create New List... Create New List...
Load/Create Datasets using Match Columns Related Genotype Data

Create a dataset with the
Load Dataset Make Public FELEl L LEELAT selected traits, locations

" IL yield & height trials Create TR hal Phenotypes and trials




Seedlots

Seedlot AJAX-2002-5L1 A Seedlot represents a single packet
Details [Edit Seedlot Details] Of CO I I ected Seed
Breeding Program Cornell University
Seedlot Name AJAX-2002-5L1 PI’O p el'tl eS :
Seedlot Description Collected on June 1, 2022

* Unique Name

Organization Cornell University .

e Location
Location Code Room 105

« Box Name
Box Name Box A

 Accession

Quality issues

Contents AJAX (accession)  Contents

Current count 500 « Count

Current weight (g) NA hd We|ght

Submitters dwaringg7

Transactions .

Transactions Table [Add New Transaction] Tr an S aCtI O n S : . .
Show[T0] enties . | « Created each time seed is added

Transaction, Transaction Transaction  Transaction Transaction or removed from the Seedlot

1d Date From To Num Seeds weight (g) Operator  Description Options ° L|nked tO PIOtS that use Seed

M e | omy | Boois | 0™ from the Seedlot

2022 (seedlot)

* Linked to other Seedlots when
Showing 1 to 1 of 1 entries Previous 1 Next Sp||tt|ng / Combmmg

3




Seedlots

Creating Seedlots

Upload Template:

» Create an Excel template that has
the metadata and initial amount of
each Seedlot

» Upload file to website

Create Seedlots from Trial:
» Guided workflow to generate
Seedlots from a field trial
» Option to create one Seedlot per
plot or one Seedlot per Accession
» Template for Seedlot names
 Initial contents:
« Constant value for all Seedlots
« Trait value observed in the Trial
« Computed from a trait value

Create Seedlots from a Tria

Intro Select Trial Select Seedlots Name Seadiots Set Contents Set Metadata Confirm Create

0—0 0

Select Seedlots
Seedlots can be generated from either each plot or accession in this trial.

o If you select plots: 30 seedlots will be created
¢ If you select accessions: 10 seedlots will be created

Plots v

Go to Next Step

[ :?L DEMO: Create Seedlots from a Trial]




Barcodes can be generated for: Features:

» Accessions 1D or 2D (QR Codes) supported

* Trials * Pre-defined templates

* Plots « Custom label designer

» Genotyping Plates « Custom templates can be saved & shared
Use Cases:

» Barcoded Plots:
« Generate a unique barcode for each Plot in a Trial
« Use Android Field Book app to scan the barcode before recording observations
« Ensures the user is recording traits for the correct plot

« Seedlots:
« Generate a unique barcode for each Seedlot
« Use the Android Coordinate app to scan the barcode when collecting samples for Genotyping
« Ensures the correct Seedlot is recorded for each sample



Barcodes

Custom Label Designer:

1. Choose Data Source
* Field Trial
» Genotyping Plate
o List

2. Select Page Size & Label Dimensions
3. Add Components to Label
 Barcode

« Additional Text

4. Download PDF

DEMO: Design Trial Barcodes

< O ¥} https://wheat-sandbox.triticeaetoolbox.org/tools/label designer 6

T3/Wheat  Search Manage  Analyze  Maps  About ¥
SANDBOX

© Contact Us 2 dwarings7 | ElLists ElDaiasets

Label Designer

Intro and Data Source Set Page and Label Size Design Your Label More Options, Save, And Download

Welcome to the Label Designer

This workflow will guide you through each step of the design process. For detailed explanations of each step please refer to the label designer
section of the manual.

To start, select a data source and a data level. The data source can be a list, crossing experiment, trial, or genotyping plate. When you are
finished, click 'Next'

Data Source: Label For Every:

Select a list, crossing exp, trial, or GT =

Partners

USDA N
—

USDA@ Agricultural
= Research
— Service

US Wheat and Barley
¥ Scab Initiative

Powered By

BREE‘ASE

Funded By

Wheat CAP project
MNational Institute of
Food and Agriculture

SANDBOX SITE - Data added to this site will be periodically cleared
LA

Q

-



Android App for Data Collection
* Load Fields & Traits from DB (via BrAPI or files)

« Record data for each plot in the app
* Numeric
« Counter
« Categorical
« Boolean
 Text
* Photos

* Integrated barcode scanner

« Export data to store in DB (via BrAPI or files)

309 4 W 545
Q w B

~ 13RPN00001
~ Kharkof

height od )

cM

row: 1
plot: 1

Current value




Field Book

¥ T3/Wheat X

< =2 O 5 https://wheat.triticeaetoolbox.org i 76 @ a
a%};. T3/Wheat  Search Manage  Analyze Maps  About Q
About

How to Cite T3/Wheat
Content Status

Genotype Protocol description
Welcome to T3/Wheat
T3 is a repository for public wheat data generated by the \  Breedbase Manual it (Wheat CAP). It also contains
Video Tutorials iab Initiative (USWBSI). Funding is
FTP data ment of Agriculture (USDA). The
Field Book App of the Agriculture and Food

bsite was archived in Jan 2020

About > Field Book App

Field Trial Tutorial
Generate Sample Templates

Data Usage Policy

I n St r u Ct I 0 n M an u al The data on this database is shared according to the Toro| Contact Us 1 full data usage policy.

Citation
If data on The Triticeae Toolbox was relevant to analyses or findings that you publish, please cite:
Blake, V., Birkett, C.L., Matthews, D.E., Hane, D., Bradbury, P., Jannink, J. 2016. The Triticeae Toolbox: Combining Phenotype
. and Genotype Data to Advance Small-Grains Breeding. The Plant Genome. doi: 10.3835/PlantGenome2014.12.0099.
* Download links

 Links to tutorials
« Setup Instructions Explore T3Wheat
Connect app to DB Vla BrAPI IWGSC RefSeq v2.1 To view mast of the data on T3/Wheat, + Register

Assembly you'll first need to create a free account.

June 1, 202

Authorization Al BLAST |
° I m p 0 rtl n g F | e I d S g:ﬁidzz\:: TDS g;iﬂl?ggs::;ave el i A Login
i I m pO rtl n g TraItS Genotype projects added

Varch 1 2001 Use the Quick Search to find an Accession, Trial, Trait, etc by name:

° Exportlng Observatlons Watkins landrace collection Quick Search Q

Exome capture Watkins
WheatCAP Regulatory
GBS KSU 2020

Use the Search Wizard to explore the database or search individual data types:

Q Search Wizard ~ Accessions  Trials ~ Traits ~ Genotyping Projects  Markers
tent/files/Fiel AppT3.pdf

https://wheat.triti



Questions?

Get In Touch:

Email: djw64@cornell.edu

Website: "Contact Us" form

84 -
J::‘:%,T? T3/Wheat  search Manage  Analyze  Maps  About + Register L Login Q
‘lll'



mailto:djw64@cornell.edu

Interested in a more in-depth
hands-on workshop?

Fill out this survey:

oho

tinyurl.com/t3workshops

The Triticeae Toolbox
Jean-Luc Jannink

Clay Birkett

David Waring

USDA Agricu"ural US DA National Institute of
?@ ngveli':h ? N | F Food and Agriculture

) US Wheat and Barley

*i*} Scab Initiative

Breedbase
Lukas Mueller’s Lab
Boyce Thompson Institute

BREEDBASE


https://tinyurl.com/t3workshops
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